Infinium™B &L FH
%Mu%%ﬁﬁkmm
B R =R

eulwnj|

RRNAR. ERRSHREAE

UERARER, FERTIZH. M-GL-03307 v1.0



Infinium Methylationits &

i=1hA

DNABRE S E R A B R EE R AT I L RH xR
TE, XERUHEHSTSMUSNHRE, GiFRE . 822"’
ERHEEER U FRITRS.

Infinium BB B A IR EDNAREWREAT R, AliREa
BHRE UR—AE. A BNIERE, AFERWEEN
RMERARFTHERBREIRIE, * AT, EXHSHHR
BE, FEXRAIHTENBARARIRITHREEE R EER
MR E. AEREREX FInfinium BELHIEY| S5 RMEE
FHANEERRR, EEHFTENLRIZTH ETRER
FEMHED T UK BB F R T .

IaaFER Y 5 /0@ E

BRHNBAMNBTEREZ OB, FEdEHammEe s
BIRS SRR —EE, AEANX—SERHRFTAR
RMHT—RIZHAER, BEARKTNBESIRIES. §
M, EERPBFH (THDNAFE L RETNEFEFHAEF
BIVAEY 5 REBXDNARBEUMRINEEFHANLEE
B, BEHRARZITRENHRHITERNEES . 7
BT SEARRALRTATIEN, LIUEHIEAES]
Wt ARMESATE, HHERATSCEPBH. BENYE
B, BEACHEANNAAMRERREIGRRT REIXHE
TAREEE:

 BFBHNBRAR. THAMBEERIATERERMT
ZFENERE, S2ERATRRIHENF (WCBS) F
BRERFEERENNFSEEL, efSMEREIMETE
. BEERENGH EDMSMELR, TR RIS
R, BUTEREMRA. " AL TIEREERR

ADBAHIERY, ERERHERAIERME, HRIEYT
BIZ100x MR REM I RN, °

ZEFMA: FEMTHESBERMEE I AERILM
5, BEHRANZAFRANERER, " BEiERELKIE
SHMAFHIESE MERAFNEQRAT) BES, H
RARBEBIFRES, KMEENEQLUKTFERZENE
#BEFR. XMGEMRTS ARBBRERBRIEBTENS.
RIVIELEMIRE, FHRUTEYFERRAVIERE, MMILE
R A REIRMM o

EEMELEN: BSBTFEEICR (EHR) FETREE
BHMAR, [EEHEMERCEZHRNER. FI130, Thompson
SN BREMMNAE BN REREMIELESSZE
ENRENK. BEMEHRMIE (BIFELREWNER) 84S
&, AFMNIRKRER, ZHARERTSRFZSIIRALRENL
RS, AFEBFUNMAERRBRG., mERENATR
e, BREAXITD RN EFUNAERIERAIL50%, 7E
WojewodzicHlLavenderfd—IrAZH, “ @3 EAERFA
HIEHZENSERADNAFEMNMIIE, SETHRTREE
PR ECEYITIE. B, 288539 KREPiSignid
MR RV E R, BEIERATIRABEMEILR
MHE R BEISHNE S, XL IR T PR IIBTE
G EETHYT REZEREMFERHHINE,

ERZSHLEBENRAT B FEUSHEAY BIEFEER
ADHARBFREMEANERTR, X—RENWHERTH
RERNEZERY, RNETRREEERER, M
MR AR Z R,

BT BBHNARITIINS FMONARELEIEFR LR

BEXBUEENMREREXEE, RECHANEEER
NEIRRMEBRAXEKHAT (EWAS) RIEAHEE, B
EERAM ARSI T ESE%E. pwrEWASERF

AR ER, FERTFIZH.

M-GL-03307 v1.0 2


https://www.illumina.com/techniques/microarrays/methylation-arrays.html
https://www.illumina.com/techniques/microarrays/methylation-arrays.html
http://bmcbioinformatics.biomedcentral.com/articles/10.1186/s12859-019-2804-7

Infinium Methylationit &

REFBETASEEUERSMIT, BEICUHRTIRITH T
SRR SN,

 BEWIFTEMNEMESFESIT: AN FRAL
DNAREMWEIENNEEXEE, BRNVREEFEHHR
BMESEFINSIBEMLE, WENRFRITDT. REAS
EoMZaTREANRGN AR FARRE, ellEtT
PIEIRHIZS THE, DRAGEN™ ArrayFPartek™ Flow™
PETRMRIESEXRECONERER. KREAN
E=AREEEIEMINTI, SeSAMe (Sensible Step-wise
Analysis of DNA Methylation BeadChips, DNARE
SR EES T oI TA) FIChAMP (Chip Analysis
Methylation Pipeline, SHE2TRELXRE) . BXLR
REMBPEVEIEIMTANESER, BIHREERFE
WS AR IR T, X B RARR TS RAIEERR
FRRIEFUARRH T BEMNRE, TXRmERELEMTEN

5o

Infinium Methylationit: &

TE+4FiE, EFBeadArray " FARBINfiniumBEL S H R
T RIMBENSITEALBESORTERNRERI Y, X
LEREWHE SETRNSELFENTT BY, EBHETR
FEMIEINENER, RAZHRIEEEMANIEETE, H
NASEEEE:

o ¥FETHEMNRFEMIFS

o WERMBERENH

o INBIMAERENS S M HEAMER

o BTEWASE IR E MR

o MMIFERE

o ERERRNRITS

o FARERDHKRR

HAEMREEREMBANTH, AIHEFRRNHRE K.
Infinium Methylation Screening Array & REEME. EF =M
HIFE S AR X BTG, minfinium MethylationEPIC
v2.0 BeadChipliRME 22 BERASH (F1),

Infiniumsh & B
Infinium BRI 5 BB SH(E, B

o A InfiniumbERARBEENCpCH RN L MUERE
SN (BMIAEEHT MR , RESEENE, H
HIEREAY TR0 IFRENoES"

o« EMIAZR: InfiniumSGHEZCPGR. JECpCERHE
AR, ERF. ARRER. BRETFESUSFMIRNA
BohFX, BEFERABEEEZ

o A B InfiniumSHELER TR 2z, tiER
FRIEEHE D, ALHEARARNHARES

o HEFERMY: HALBGIERE. AFENERIMEEAE
38 (FFPE) 4A4R, AI#TRITAVEERLMIE

- ZANFIESITIA: ARARATUERRZEAREH TR
HIR-based TARZIFEIE, (FHFE B RFMTE IR E iR
PaXiis

AR, RENITIERIE

InfiniumBEALSH TERIEAISSMAY REENRELSD
o XEMBLI MK, FJEESBEILRIREILAELS®Y
755 ER. MDNARRERZISRENX M, BMIERERFT=X
Breysert (El1) .

3 M-GL-03307 v1.0

ERRER, TERTIZH.


https://www.illumina.com/products/by-type/informatics-products/microarray-software/dragen-array.html
https://www.illumina.com/products/by-type/informatics-products/partek-flow.html
https://www.illumina.com/products/by-type/informatics-products/partek-flow.html
https://bioconductor.org/packages/release/bioc/html/minfi.html
https://bioconductor.org/packages/release/bioc/html/sesame.html
https://www.bioconductor.org/packages/devel/bioc/vignettes/ChAMP/inst/doc/ChAMP.html
https://www.illumina.com/techniques/microarrays/methylation-arrays/methylation-array-data-analysis-tips.html
https://www.illumina.com/techniques/microarrays/methylation-arrays/methylation-array-data-analysis-tips.html
https://www.illumina.com/content/dam/illumina/gcs/assembled-assets/marketing-literature/infinium-methylation-screening-array-data-sheet-m-gl-01893/infinium-methylation-screening-array-data-sheet-m-gl-01893.pdf
https://www.illumina.com/content/dam/illumina/gcs/assembled-assets/marketing-literature/infinium-methylation-epic-data-sheet-m-gl-01156/infinium-methylation-epic-data-sheet-m-gl-01156.pdf
https://www.illumina.com/content/dam/illumina/gcs/assembled-assets/marketing-literature/infinium-methylation-epic-data-sheet-m-gl-01156/infinium-methylation-epic-data-sheet-m-gl-01156.pdf
http://www.illumina.com/content/dam/illumina/gcs/assembled-assets/marketing-literature/automated-bisulfite-infinium-methylation-tech-note-m-gl-00144/automated-bisulfite-Infinium-methylation-tech-note-m-gl-00144.pdf
http://www.illumina.com/content/dam/illumina/gcs/assembled-assets/marketing-literature/automated-bisulfite-infinium-methylation-tech-note-m-gl-00144/automated-bisulfite-Infinium-methylation-tech-note-m-gl-00144.pdf

Infinium Methylationits &

#1: Infinium Methylation Array#i4&

Infinium MethylationEPIC v2.0 Kit
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